
GENETIC PROFILE OF THE BVL LUTRA LUTRA POPULATION STUDY

An attempt to optimize the PCR amplification of nDNA (microsatellites) extracted from otter faeces to develop a genetic
profile of the BVL Lutra lutra population.

Alignments were converted to BAM format using Samtools v1. Alignment coordinates of raw read alignments
were adjusted to include soft-clipped bases. Downloaded on 26 June  Specifically, on this survey, it was not
possible to distinguish two sorts of spraint that would correspond to the two sorts of otters in the area. Group
Bull. Oxford University Press, Oxford, U. Two anonymous reviewers greatly improved the quality of this
paper. Bibliography: Allendorf, F. Cabral, M. Otter scent signals age, sex, and reproductive status. The faecal
samples used in this study were all fresh and collected in November when the weather was cooler and dry,
providing ideal weather conditions for sample collection once DNA degrades over time and higher
temperatures Piggott,  The site is also likely to be regionally significant for Smooth-coated Otter; the species is
probably extinct in Vietnam DW pers. Figure 3. In addition, patients who had chemotherapy were at greater
risk of progressing than non-treated patients HR:  Timmins, R. This should involve the collection of otter
spraints and the DNA analysed for species and individual identification; visual identification to species should
be considered unreliable even if using experienced surveyors unless suitable blind-testing with genetic
confirmation is used to validate it. Otters: an action plan for their conservation. However, good results arise
with high success rates of PCR amplification. Appendix 1 lists the genes and mutations investigated in this
study. This is however speculative and further research on the impacts these activities are having on the site's
otter species is warranted; similar actions could then be justified at other sites in Cambodia and in the region.
Hon, N. Patients had the option of providing longitudinally collected plasma samples during the course of
their therapy. Figure 1. Patient demographics are described in Table 1. Willcox et al. RH, NF1 heterozygous c.
Microsatellite loci are short tandem repeats of DNA sequences that arise throughout the genome of most
eukaryotes. Biological Conservation. PhD Thesis.


